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Yoshihiko Tsumura': Historical distribution change of coniferous species
in Japan inferred from population genetic data
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Abstract Genetic diversity and differentiation of coniferous species have been studied extensively using allozyme
in the last two decades. Recently, the development of molecular techniques and knowledge have enabled
phylogeographical studies using organelle DNA polymorphisms. We can now point out the original population
in the ancient time and clarify historical change and/or expansion of distribution areas along climatic changes. In
Japan, genetic diversity and differentiation have been studied in ten species of conifers so far. Among them, Pinus
pumila, P. thunbergii, Abies homolepis, A. firma, and Chamaecyparis obtusa showed a clear geographical cline in
their genetic diversity. Historical change of their distribution and factors leading to the cline formation are dis-
cussed. Finally, the future perspective for the study of historical distribution change by molecular population
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genetics is also discussed.

Key words: conifers, DNA, historical distribution change, Japan, population genetics
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